TODO
EpiGenes version 1.5

· In the main table add UniProt ID of targets to UniProt_ID_target. Use this to fill Targeted_by_protein in the histones table.

· Define complexes of histones (nucleosomes) in Complex_name of the histones table.

· Set up search list for in particular paralogs not yet included in the main table.

· Continue updating in particular Specific_target of the main table.

